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3 <110> APPLICANT: Tsuchiya, Masayuki 

4 Kimura, Naoki 

5 Fukuda, Tatsuya 

7 <120> TITLE OF INVENTION: MODIFIED ANTIBODIES AGAINST CD22 AND USES THEREOF 

9 <130> FILE REFERENCE: 14875-151US1 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/10/550,934 
C— > 11 <141> CURRENT FILING DATE: 2005-09-28 

11 <150> PRIOR APPLICATION NUMBER: PCT/ JP2004 /004 696 

12 <151> PRIOR FILING DATE: 2004-03-31 

14 <150> PRIOR APPLICATION NUMBER: JP 2003-96950 

15 <151> PRIOR FILING DATE: 2003-03-31 
17 <160> NUMBER OF SEQ ID NOS : 36 

19 <170> SOFTWARE: Patentln version 3.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 260 

23 <212> TYPE: PRT 

24 <213> ORGANISM: Artificial 

26 <220> FEATURE: 

27 <223> OTHER INFORMATION: an 

29 <400> SEQUENCE: 1 

30 Met Glu Arg His Trp He Phe 

31 1 5 

33 Val His Ser Gin Val Gin Leu 

34 20 

36 Pro Gly Ala Ser Val Lys Met 

37 35 

39 Thr Ser Tyr Trp Leu His Trp 

40 50 55 

42 Glu Trp He Gly Tyr He Asn 

43 65 70 
45 Gin Asn Phe Lys Asp Lys Ala 
4 6 85 
4 8 Thr Ala Tyr Met Gin Leu Ser 
49 100 

51 Tyr Tyr Cys Ala Arg Arg Asp 

52 115 

54 Thr Thr Leu Thr Val Ser Ser 

55 130 135 

57 Thr Gin Ser Pro Ser Ser Leu 

58 145 150 

60 Met Ser Cys Lys Ser Ser Gin 

61 165 
63 Asn Tyr Leu Ala Trp Tyr Gin 



artificially synthesized peptide sequence 
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64 180 185 190 

66 Leu lie Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro Asp Arg Phe 

67 195 200 205 

69 Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Val 

70 210 215 220 

72 Gin Val Glu Asp Leu Ala lie Tyr Tyr Cys His Gin Tyr Leu Ser Ser 

73 225 230 235 240 

75 Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Asp Tyr Lys Asp 

76 245 250 255 

78 Asp Asp Asp Lys 

79 260 

82 <210> SEQ ID NO: 2 

83 <211> LENGTH: 810 

84 <212> TYPE: DNA 

85 <213> ORGANISM: Artificial 

87 <220> FEATURE: 

88 <223> OTHER INFORMATION: an artificially synthesized DNA sequence 

90 <220> FEATURE: 

91 <221> NAME/KEY: CDS 

92 <222> LOCATION: (14).. (799) 

95 <400> SEQUENCE: 2 

96 cctgaattcc acc atg gaa agg cac tgg ate ttt etc ttc ctg ttt tea 4 9 

97 Met Glu Arg His Trp lie Phe Leu Phe Leu Phe Ser 

98 1 5 10 
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165 <210> SEQ ID NO: 3 

166 <211> LENGTH: 262 

167 <212> TYPE: PRT 

168 <213> ORGANISM: Artificial 

170 <220> FEATURE: 

171 <223> OTHER INFORMATION: an artificially synthesized peptide sequence 
173 <400> SEQUENCE: 3 
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226 <210> SEQ ID NO: 4 

227 <211> LENGTH: 816 

228 <212> TYPE: DNA 

229 <213> ORGANISM: Artificial 

231 <220> FEATURE: 

232 <223> OTHER INFORMATION: an artificially synthesized DNA sequence 

234 <220> FEATURE: 

235 <221> NAME /KEY : CDS 

236 <222> LOCATION: (14).. (805) 

239 <400> SEQUENCE: 4 

240 cctgaattcc acc atg aac ttt ggg etc aga ttg att ttc ctt gtc ctt 4 9 

241 Met Asn Phe Gly Leu Arg Leu He Phe Leu Val Leu 

242 1 5 10 
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<220> FEATURE: 
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an 


artificially synthesized peptide sequence 


318 


<400> SEQUENCE: 


5 


























319 


Gin 


Val 


Gin 


Leu 


Gin 


Glu 


Ser 


Gly 


Ala 


Glu 


Leu 


Ser 


Lys 


Pro 


Gly 


Ala 




320 


1 








5 










10 










15 






322 


Ser 


Val 


Lys 


Met 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly 


Tyr 


Thr 


Phe 


Thr 


Ser 


Tyr 




323 








20 










25 










30 








325 


Trp 


Leu 


His 


Trp 


He 


Lys 


Gin 


Arg 


Pro 


Gly 


Gin 


Gly 


Leu 


Glu 


Trp 


He 




326 






35 










40 










45 










328 


Gly 


Tyr 


He 


Asn 


Pro 


Arg 


Asn 


Asp 


Tyr 


Thr 


Glu 


Tyr 


Asn 


Gin 


Asn 


Phe 




329 




50 










55 










60 












331 


Lys 


Asp 


Lys 


Ala 


Thr 


Leu 


Thr 


Ala 


Asp 


Lys 


Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 




332 


65 










70 










75 










80 




334 


Met 


Gin 


Leu 


Ser 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 


Ser 


Ala 


Val 


Tyr 


Tyr 


Cys 




335 










85 










90 










95 






337 


Ala 


Arg 


Arg 


Asp 


He 


Thr 


Thr 


Phe 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


Thr 


Leu 




338 








100 










105 










110 








340 


Thr 


Val 


Ser 


Ser 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/07/2005 

PATENT APPLICATION: US/10/550 , 934 TIME: 10:11:25 

Input Set : A:\14875-151USl.txt 

Output Set: N:\CRF4\10072005\J550934.raw 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete , 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 1,2, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20,21, 22, 23, 24, 25, 26, 27 
Seq#:28,29, 30,31, 32,33,34,35, 36 
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VERIFICATION SUMMARY DATE: 10/07/2005 

PATENT APPLICATION: US/10/550,934 TIME: 10:11:25 

Input Set : A:\14875-151USl.txt 

Output Set: N:\CRF4\10072005\J550934.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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